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Multi-Step / Multi Protease Digestion *Erythrocyte Anion exchanger

Sugar removed by ArN&zase F

Exposed loops digested by Tirgysin

Transmembrane parts digested by Pdpspsin

Total sequence coverage >88086



Antigen epitgpe idemntificaztiomn
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Peptides exposed in the 3D The identified epitope Spectic and
structure are digested and is highly accessible by angtibo diesy
identified by LC-MS/MS. the antibody. '
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Prediction based on Selected exposed Unspecific and low affinity
hydrophobicity,similarity peptide might not be antibodies.

and statistics. In silico only. the most accessible.



Ligand screening

# " $$ %




Functional assays
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Quantitative proteomics
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Quantitative proteomics
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